Supplementary Tables
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Supplementary Table 1. Primer information for RT-PCR analysis.
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Description automatically generated with medium confidence]

Supplementary Table 2. Genes and gene ontology (GO) terms utilized for immune pathway analysis of RNA sequencing data. 


[image: Shape

Description automatically generated with low confidence]


Supplementary Table 3. Glioblastoma patient age and their association with levels of tumor cell infiltration in the brain stem.36
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Gene (Mouse)  Primer  

GAPDH  Fwd: 5’ - TGGGAGTTGCTGTTGAAGTC - 3’   Rev: 5’ - TGACATCAAGAAGGTGGTGA - 3’  

CDKN2a  BioRad (Assay ID: qMmuCID0038108)  

p16INK4a  Fwd: 5’ - GCGGGCACTGCTGGAAG - 3’   Rev: 5’ - CGTTGCCCATCATCATCACC - 3’  

p19ARF  Fwd: 5’ - GCCGCACCGGAATCCT - 3’   Rev: 5’ - TTGAGCAGAAGAGCTGCTACGT - 3’  

CXCL - 10  BioRad (Assay ID: qMmuCID0049500)  

HMGA2  BioRad (Assay ID: qMmuCID0039907)  
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