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CATATGGGTTCGTCTCACCATCATCATCACCACTCGTCGGG TCTGGAAG TCCTG TITCAAGG TecGeae (V) i 3§ (11) i % g (m)l
ATGGAAG AAGCGAG CA AACGTTCCTATCAGTTCTGG GATACCCAACCGGTICCG AAACTGG GTGAAGT
GGTTAACACGCATGGCCOGGTCGAACCGGACAA AGAT AATATTCG CCAGG AACCG TACACCCTGCCGC
AAGGTTTTACG TGGGA G CACTGGATCTGGG TGACOG TGGCGTGCTGAAAG AACTGTATACCCTGCTG
AACGAAAACTACGTTGAAGATGACGATAACATGTTICGCTTCG ATTATAGCCCGGAATTTCTGCTGTG
GGCTCTGCGTCCGCCGGGTTGGCTGCCGCAGTGGCATTGCGGOGTTCGTGTCGTGAGCAGCCG TAAAC
TGGTCGGTTTTATTICAGCAATCCCGGCTAACATTCATATCT ACG ATACCGAAAAGAAAATGGTCGAA
ATCAATTTCCTGTGTGTGCACAAAAAACTG 0G TICGAAACGCGTTGCCCOGGTCCTGATTCGCGAAATC
ACGCGTCGCGTGCACCTGGAAGGCATCTITCAGG OG GTTTATACCGCCGGTG TTGTCCTGCCG AAACC
GGTGGGCACGTGCCGTTACTG GCATCGCAGCCTGAACCOG CGTAAACTGATTGAAG TTAAATTCTCAC
ACCTGTCGCGTAATATGACCATGCAG CGCACGATGAAACTGTATCGTCTGCCGGAA ACCCCG AAAACG
GCCGGCCTGCG TCCGATGGAAACCAAAGAT ATCCCGG TGGTT CATCAG CTGCTG ACCCGTTATCTGAA
ACAATTTCACCTGACGCCGGTGATGTCTCAGG AAGA AGTTG AACATTG GTTTTACCCGCAAGAA AACA
TTATCG ATACCTTCG TCGTGGAAAACGCAAATGGTGAAGTG ACGGACTTTCTGAG TTTCTACACCCTGC
CGTCCACG ATTATGAACCATCCGACCCACAAATCACTGAAAGCGGCCTATTCGT TTTACAATG TGCAC
ACCCAG ACGCCGCTGCTG GATCTGATGAGTG ACGCACTGGTCCTGGCTAAAATGAAAGGCTITGATGT 1. NMT1-His-tag (Ni-NTA)
GTTCAACGCGCTGG ACCTGATGG AAAACAAAACCTTTCTGGAAAAACTGAAATTCGGCATTGGTGATG 2. NMTI-His-tag (Anion-exchange)
CTGCAATAAGGATCC
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Human NMT1

MADESETAVKPPAPPIPQMMEGNGNGHEHCSD CENEEDNSYNRGGL SPANDTGAKK KKKKQKKKK EKG
SETDSAQDQPVKMN SLPAERIQEIQK AELFSVGQGPAKTMEEASKRSYQFWDTQPVPKLGEVV NTHGPVE
PDKDNIRQEPY TLPQGFTWDALDLGDRGVLKELYTLLNENY VEDDD NMFRFDYSPEFLLWALRPPGWLPQ
WHCG VRVVSSRKLVGFISAIPANHI YDTEKKMVEINFLCVHKKLRSKRVAPVLIREITRRVHLEGIFQAVYT
AGVVLPKPVGTCRY WHRSLNPRKLIEVKFSHL SRNMTMQRTMKL YRLPE TPKTAGLRPMETKDIPVVHQL
LTRYLKQFHLTPV MSQEEVEHWFYPQENIIDTFVVENANGEVTID FLSFYTLPSTIMN HPTHKSLKAAYSFYN
VHTQTPLLDLMSDAL VL AKMKGFDVFNALDLMENKTFLEKLKFGIGDGNLQY YLYNWKCPSMGAEKVG
LVLQ

Commassie blue Anti-His tag Anti-NMT1

NMT1 purification

MGSSHH HHHHSSGLEVLFQG PHMEEASKRSYQFWDTQPVPKLGEVVNTHGPVEPDKDNIR QEPY TLPQGF
TWDALDLGDRGVLKELYTLLNENY VEDDDNMFRFDY SPEFLL WAL RPPGWLPQWHCG VRVVSSRKLVG
FISAIPANHYDTEKKMVEINFLCVHKKLRSKRVAPVLIREITRRVHLEGIFQAV YTAGVVLPKPVGTCRY W
HRSLNPRKLIEVKFSHL SRNMTMQRTMKLYRLPETPKTAGLRPMETKDIPVVHQLLTRYLKQFHLTPVMSQ
EEVEHWFYPQENIIDTFVVEN ANGEV TDFLSFY TLPSTIMNHPTHK SLKAAYSFYN VHTQTPLLDLMSDAL
VLAKMKGFDVFNALDL MENKTFLEKLKFGIGDGNLQYY LYNWKCPSMGAEKVGLVLQ
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NMT1 CPM (non fluorescence)
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