Supplementary table S1: Primer sequences.

Forward

Reverse

Cell line expression analysis

hH19 CCCACAACATGAAAGAAATGGTGC CACCTTCGAGAGCCGATTCC
hIGF2 TTGCTGCTTACCGCCCCAG, GCACTCCTCAACGATGCCAC
h36B4 TGGAGACGGATTACACCTTCCC TCTTCCTTGGCTTCAACCTTAGC
rH19 GCCGTCTGTTCTTTCCTTTGC TGTCACCGTCTGTTCCTTCAGC
riGF2 TGCTTCAGTGCTCTCTCCTTGTC TGTTCTGTTCCTCTCCTTGGGTTC
r36B4  AACAAACCCGCCTCTGGAGAAGC CCTCTGGAGATTTTAGTGGTGTTGC
Chip as in figure 2
Setl CCCAGATGCCACGGAATC TCCTCTCATCTCCCCAACCTT
Set 2 GAGCGCCACTGCTGCTTTA GAACATCCTAACCCCATCAGGAT
Set 3 CATATCGGGCTACGTGTCTGATT GCGAGAAGGGTTTCACACTAGG
Set 4 GGAGGAGTCGGCTCACACAT CTCAGCAGAAGGCTCGCTG
Set5 GACACCAATGGGAATCCCAA CCACAGACGAACTGGAGGGT
CAD ACGTGGACCGACTCCGG CCATGGGAAGGGAACTCAGA
21E TCCTTTTCAGGGGATTTTGATG GGTCTTGGGCAAAACCTGAG
Chip in rat fibroblasts
H19 AGATAGCCACAACCACCACGAG TCAGCCGAGTGCTCATTTCTGG
NSCLC expression analysis
H19 AGCTCAAGCCTGGGCCTTT TGCAGCATATTCATTTCCAAGCTA
MYC AGGGTCAAGTTGGACAGTGTCA TGGTGCATTTTCGGTTGTTG
MYCL1 CCTTCTCTTGCTCCCCCTCAAT TACTGCCTTGACCCCAGCAT
ACTB TCCTAAAAGCCACCCCACTTCT GGGAGAGGACTGGGCCATT
TBP GGGCATTATTTGTGCACTGAGA TAGCAGCACGGTATGAGCAACT
BAT1 AGGGCTTGGCTATCACATTTGT GCGATCCTGCACATCATTGA

B2M

GAGTGCTGTCTCCATGTTTGATGT

AAGTTGCCAGCCCTCCTAGAG




Supplementary table S4: Clinical and pathological features of the 135 node-negative
breast tumors from the cohort as described (42).

n=135

Estrogen Receptor Status

Positive 85

Negative 41

Equivocal 8

N/A 1
Progesterone Receptor Status

Positive 67

Negative 56

Equivocal 11

N/A 1
Histological Grade

Gl 10

G2 48

G3 47

N/A 30
Tumor size (cm):

<0.5 2

>(.5 and <1

>1 and <2 34

>2 and <5 81

>5 15
Menopausal Status

Pre-menopausal 56

Peri-menopausal 9

Post-menopausal 70

Lymphatic Invasion
Yes 41
No 94



Supplementary table S5: Clinical and pathological features of the 240 NSCLC tumors

n=240

Tumor Histology

Adenocarcinoma 138

Squamous Cell Carcinoma 83

Large Cell Carcinomas 13

Mixed 3

N/A 3
Tumor Stage

Stage [ 144

Stage 11 78

Stage 111 14

N/A 4



