
Genes E2  ∆TAD Unigene 
Hs. Number

Short description 

BNIP3 
 

2 1,3 79428 Bcl2 binding protein, pro-apoptotic 

PPIC 2,4 1,3 110364 Peptidyl-propyl isomerase C, Cyclophilin C. 
Binds to cyclosporin A. Involved in genome 
degradation in apoptosis. 

TSSC1 2,3 1,4 4992 Tumor suppressing subtransferable candidate 1. 
Implicated in Fas-ligand mediated apoptosis. 

TCTA 2,5 1,8 250894 T cell translocation altered gene 
AF1Q  2,7 

2,5 
2,7 

2,3 
1 
2,1 

75823 ALL1 fused, expressed in leukemia cell line. 
(Acute leukemia) 

STEAP 2,3 1,5 61635 Six transmembrane epithelial antigen in prostate 
Cdc2L5 2 1,7 404501 Ser/Thr kinase, 40% homology with cdc2 
CDKN1C 2,3 1,8 106070 Cyclin dependent kinase inhibitor 1C. Negative 

regulator of the cell cycle 
ATP6J 
 

2,3 1,7 90336 Vacuolar type H(+) ATPase. Role in cell 
proliferation through p21transcriptional 
regulation. 

CUTL1 2 1,8 438974 CCAAT displacement protein (CDP). 
Maybe a general repressor of developmentally 
regulated genes. 

POLR2L 2 1,4 441072 RNA polymerase polypeptide L. 
ATF3 2 1,5 460 Represses transcription of promoters with ATF 

binding sites; 
TAZ 2,4 1,6 24341 Transcriptional coactivator. Binds to 14.3.3. May 

link events at the plasma membrane and 
cytoskeleton to transcription. 

Fos 2,4 1,5 25647 AP1 member. 
ZNF226 3 2 145956 Zing finger protein 226. Nuclear transcription 

factor? 
HIRA 3,7 1,6 415735 HIR histone cell cycle regulation defective 

homolog A; transcriptional co-repressor. 
LOC 51277 2 1,5 434993 Ras associated protein, small GTPase associated 

with phospholipase C. 
SQSTM1 
 

2,1 1,2 182248 Ubiquitin-binding protein P62. Serine/threonine 
kinase activity. Negative regulator of ras 
signaling pathway. 

RABAC1 
 

2,1 1,3 11417 Prenylated rab acceptor. Binds to rab, ras family 
proteins. 

ARL1 2,1 1,4 372616 ADP ribosylation factor like 1 
SCUBE2 2,2 1,7 435861 Related to scube 1, EGF related gene. 
DCAMKL1 
 

5,5 4 21355 Doublecortin and caM kinase like 1 
Calmodulin kinase like, brain specific. 

LTBP2 2 1,2 83337 Component of the latent TGFb complex in 
human platelets 

Alex 3 
 

2,1 1,5 172788 Beta-catenin, involved in maintenance of tissue 
integrity. Lost in epithelial cancers. 

ACTR1B 2,1 1,4 2477 Isoform of actin 
RPS27L 
LOC51065 
 

2,4 
3,3 
 

2,3 
1,8 
 

108957 
 
 

Shares homology with ribosomal subunit . Not 
known whether it participates to ribosomal 
function. 

DNAL4 2,6 1,4 258203 Dynein, axonemal light polypeptide 4 
Col8A1 3 2 114599 Collagen 8 specific of keratinocytes 
LAMB 2 3 2,4 439726 Laminin B2. Extra cellular matrix. 
EEFIG 2,7 1,6 265184 Eukaryotic translation elongation factor gamma 
ATP6TP2 2 1,4 183434 ATPase, H+ transporting lysosomal interacting 

protein 2 
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GOS R2 2,1 
2,3 

1,9 
1,4 

432552 Golgi snap receptor complex.  

SEC 24D 2,3 1,3 409424 Sec 24 related gene family member D. 
SMPD1 2 1,5 77813 Acid sphyngomyelinase 
PEX6 2 1,5 301636 Peroxisome biogenesis factor 6. 
MICA 2 1,6 90598 MHC class I ORF. Specifically transcribed in 

lymphoid cells. 
GSTZ1 2,1 1,3 26403 Glutathione S transferase 
NIFU 2,2 1,4 350702 Nitrogen fixation cluster like. 
ETFB 2,2 1,5 74047 Electron transfert flavoprotein (glutaricaciduria) 
BAT4 2,2 1,3 247478 HLA-B associated transcript 4 
ChGn 2,3 1,6 341073 Chondroïtin β 1,4 N-

acetylgalactosaminyltransferase 
CAT 
catalase 

2,4 1,6 395771 Catalase (catalasemia) 

PPA2 2,4 1,6 421825 Inorganic pyrophosphatase 
ARFGEF2 2,4 1,5 310323 ADP-ribosylation factor guanine nucleotide 

exchange factor 2. 
PDK4 2,4 1,3 8364 Pyruvate dehydrogenase kinase isoenzyme 4. 
GOLG4A 2,6 1,9 434433 P230 Golgi protein, localized to the cytosolic 

surface of the Golgi stack. 
PGK1 2,7 1,7 78771 Phosphoglycerate kinase 1 
SURF1 2,7 1,7 423854 Surfeit  gene 1.  
BACE 3,7 3 49349 Cleaves amyloid precursor proteins.  
CTBS 13 6 135578 Chitobiase : lysosomal glycosydase 

  
 


