
Supplemental Figure 3. Hi-C interaction and TAD map of G7 region. The chromatin 
confirmation of the G7 region across the 3 HMCLs (U266, RPMI8226, and KMS11) and PC for 
comparison. The local TAD structure around the ABL2 locus appears conserved across the 
samples suggesting the additional gene dosage as a result of the CNV gain is likely the cause of 
the overexpression. 
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