Supplemental Figure 12: Gene set enrichment analysis highlighting pathway associated with
A. Gain 1q in all patients (all genes) B. Gain 1q in all patients (restricted to genes on
chromosome 1) C. Gain 1q in t(4;14) patients D. Gain 1q in t(11;14) E. Focal versus whole arm
1q gain.
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1 GOBP GON044249 cellular biosynthetic process
2 Gop GO0006406 MANA export from nucleus
3 GOBP GO0034504 protein localization to nucleus
N Gose GO0008104 protein localization
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E. Focal versus whole arm
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4 GO:BP GO0050784 regulation of cellular process.
10 Gocc GO0005739 mitochondrion
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