
R
el

at
iv

e 
  I

nt
en

si
ty

 (
%

)

m/z

100 200 300 400 500 600 700 800 900 1000

0
10

20
30

40
50

60
70

80
90

10
0

b1
+ 

12
9.

10

y1
+ 

17
5.

12

b2
+ 

20
0.

10

y4
++

 2
37

.6
1

y2
+ 

28
8.

20
y5

++
 2

95
.1

4
b3

+
30

1.
15

b6
++

 3
01

.1
5

y4
+ 

47
4.

27

y5
+ 

58
9.

30
[M

]+
+ 

59
5.

29

y6
+ 

71
8.

34

y7
+ 

83
1.

42 y8
+ 

88
8.

44

y9
+ 

98
9.

49

y1
0+

 1
06

0.
54

MEN1.17609.17609.2 File:"MEN1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17609" Seq: QATGIEDGELR

2.9e+05
y1

R
y2

LE
y4

G
b6

y5

D
y6

E
y7

I
b3

y8

G
b2

y9

T
b1

y10

AQ
2+

Supplementary Figure 2. Representative tandem MS spectrum of the QATGIEDGELR peptide from CUL4B as determined by IP-Mass Spec




